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3 <110> APPLICANT: CHEN, DONG FENG 

4 HUANG , XIZHONG 

5 CHEN, GUANG 

6 MANJI, HUSSEINI K. 

8 <120> TITLE OF INVENTION: METHODS AND COMPOSITIONS FOR STIMULATING AXON 

9 REGENERATION AND PREVENTING NEURONAL CELL DEGENERATION 
11 <130> FILE REFERENCE: ERM-105.01 

13 <140> CURRENT APPLICATION NUMBER: 10/072,830 

14 <141> CURRENT FILING DATE: 2002-02-08 

16 <150> PRIOR APPLICATION NUMBER: 60/267,832 

17 <151> PRIOR FILING DATE: 2001-02-09 
19.<150> PRIOR APPLICATION NUMBER: 60/272,617 
20 <151> PRIOR FILING DATE: 2001-03-01 

22 <150> PRIOR APPLICATION NUMBER: 60/289,990 

23 <151> PRIOR FILING DATE: 2001^05-10 
25 <160> NUMBER OF SEQ ID NO&f8^} 
27 <170> SOFTWARE: Patentln VbjL^l 

29 <210> SEQ ID NO: 1 

30 <211> LENGTH: 1050 

31 <212> TYPE: DNA 

32 <213> ORGANISM: Homo sapiens 

34 <220> FEATURE: 

35 <221> NAME/KEY: CDS 

36 <222> LOCATION: (32).. (748) 

38 <400> SEQUENCE: 1 

39 gttggccccc gttacttttc ctctgggaaa t atg gcg cac get ggg aga aca 52 
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99 ctg ggt gee tat ctg ggc cac aag tgaagtcaac atgcctgccc caaacaaata 778 

100 Leu Gly Ala Tyr Leu Gly His Lys 

101 235 

103 tgcaaaaggt tcactaaagc agtagaaata atatgeattg tcagtgatgt tccatgaaac 838 
105 aaagctgcag gctgtttaag aaaaaataac acacatataa acatcacaca cacagacaga 898 
107 cacacacaca cacaacaatt aacagtcttc aggcaaaacg tcgaatcagc tatttactgc 958 
109 caaagggaaa tatcatttat tttttacatt attaagaaaa aaagatttat ttatttaaga 1018 
111 cagtcccatc aaaactcctg tctttggaaa tc 1050 

114 <210> SEQ ID NO: 2 

115 <211> LENGTH: 239 

116 <212> TYPE: PRT 

117 <213> ORGANISM: Homo sapiens 
119 <400> SEQUENCE: 2 
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Homo sapiens 
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230 






















299 


<210> SEQ ID NO: 


: 5 

























300 <211> LENGTH: 20 

301 <212> TYPE: DNA 

302 <213> ORGANISM: Artificial Sequence 

304 <220> FEATURE: 

305 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

307 <400> SEQUENCE: 5 

308 getgeagaca gactggccag 20 

311 <210> SEQ ID NO: 6 

312 <211> LENGTH: 20 

313 <212> TYPE: DNA 

314 <213> ORGANISM: Artificial Sequence 

316 <220> FEATURE: 

317 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

319 <400> SEQUENCE: 6 

320 aggcatcgeg cacatccagc 20 

323 <210> SEQ ID NO : 7 

324 <211> LENGTH: 19 

325 <212> TYPE: DNA 

326 <213> ORGANISM: Artificial Sequence 

328 <220> FEATURE: 

329 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

331 <4 00> SEQUENCE: 7 

332 ctggaagccg gegcagate 19 

335 <210> SEQ ID NO : 8 

336 <211> LENGTH: 20 

337 <212> TYPE: DNA 

338 <213> ORGANISM: Artificial Sequence 

340 <220> FEATURE: 

341 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

343 <4 00> SEQUENCE: 8 

344 gcgtgtccag gaagccttcc 20 
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